. A pSPORT cDNA library, prepared from poly (A)+ RNA of C. amaranticolor leaves, was screened with the digoxigeninlabeled probes. A few clones that hybridized to the probes were obtained and the cDNA inserts were sequenced on both strands by automated dideoxy methods. One of these clones, CAP9, encoded a 29 kDa polypeptide, and it was characterized to a class IV chitinase from the identity, 56.7% to bean PR 4 chitinase [9] , 55.0% to rapeseed ChB4 chitinase [3] , and 62.1% to maize seed chitinase A [10] . Using a labeled CAP9 insert, we isolated three additive cDNA clones (CAM18, CAM19 and CAM24). They encoded 28-29 kDa polypeptides, and these amino acid sequences showed 96.7%, 80.7% and 95.3% identity to that of CAP9, respectively (Fig. 1) . Each polypeptide contains a putative signal sequence, cysteine-rich domain and hinge region, as well as a potential catalytic sequence.
Expression of these four cDNAs in Escherichia coli cells induced by isopropylthio-f3-galactoside led host cells to lyse immediately, indicating that the cDNA products had strong hydrolytic activity of bacterial cell walls. To characterize the gene products, we extracted soluble proteins from the leaves of C. amaranticolor with necrotic local lesions at three days after inoculation with cucumber mosaic virus, and from the healthy leaves treated with 2mM salicylic acid for two days. Western blot analysis of the proteins using anti-CAM18 antibody, raised against the C-terminal polypeptides (154 amino acids) of CAM18 expressed in E. coli by pMAL-c2 vector system (New England Biolabs), showed that immunologically reactable proteins were highly induced in these leaves but not in healthy leaves (Fig. 2) . These results indicate that the products of these four cDNAs belong to group 3 PR proteins, chitinases, which are induced by pathogen attack and salicylic acid-treatment as a 
